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-continued

tgcaaagtgt cgaacaaggc cctgcceget cctatcgaaa agaccatctce caaggccaag 1080
ggccagecge gggaacccca ggtctacact ctcccaccga gecgcgacga actgactaag 1140
aatcaagtgt cgctgacttg cctcgtcaag ggcttctace cgtceccgacat cgccgtggaa 1200
tgggagagca acggccagcece ggaaaacaac tacaagacca cccectccegt getggattcee 1260
gacgggtect tcecttectgta ctcaaaactg accgtggata agtccagatg gcagcagggce 1320
aatgtctttt catgctcegt gatgcacgag gctctgcata accactacac ccagaagtcg 1380
ctgtceetgt ceccecggggaa gtga 1404
<210> SEQ ID NO 28

<211> LENGTH: 720

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence

<220> FEATURE:

<223> OTHER INFORMATION: L2M2 light chain pro sequence

<400> SEQUENCE: 28

atggtgtcat ccgctcaatt teteggtttg cttetectgt gtttecaagg caccegetge 60
gacatcgtca tgacccagac cccattgage cttteegtca cgecgggaca geccgectec 120
atttcctgee gectcaageca gteectggag aactcaaacg ccaagaccta cctgaattgg 180
tatctgcaga agcctggaca gagceccgeag ctgctgatet acggegtcag caacaggtte 240
tcgggegtge cggacagatt cteeggetee ggaageggaa ctgacttcac cctgaaaatce 300
tcacgegtgyg aagccgagga cgtgggegtyg tactactgec tecaagtcac ccacgtgecg 360
tacactttcg gacaagggac taaggtcgag atcaagegga cegtggegge ccectetgtg 420
ttcattttce ctecctegga cgaacagetyg aagtegggaa cagectcegt cgtgtgectg 480
ctcaacaact tctacccceg ggaagcegaag gtcecagtgga aagtggataa cgcactccaa 540
tcggggaact cccaggaatce cgtgactgag caggactcga aggattccac ttactccctg 600
tcgtecacce tgactectgag caaggecgac tacgagaage ataaggtcta cgectgcegaa 660
gtgacccace agggtctgag ctcccctgtyg accaagaget ttaatcegggyg cgaatgttga 720

<210> SEQ ID NO 29

<211> LENGTH: 1404

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence

<220> FEATURE:

<223> OTHER INFORMATION: H2 heavy chain pro sequence

<400> SEQUENCE: 29

atgggatgga ctctegtgtt cctttttete ctetetgtea ctgecggggt gecattcegcaa 60
gtccagetgg tgcagteggg accagaggtyg aaaaagcccg gagagtcact taagatcage 120
tgcaaaggct cgggatacac tttcaccaac tactggattg gttgggtcag acaggccccce 180
ggcaaaggac tggagtggat gggcgacatc taccctgggg gcegactatac caactacaac 240
gaaaagttca agggacaagt gacaatttcg gccgataaga gcattagcac tgecatacctt 300
cagtggagct cattgaagge cteccgatace getatctact actgtgegeg gtggggectg 360
ggatactact tcgactactg gggaaggggt accttggtca cggtgtecte cgegtecacc 420
aagggtcect cegtgttece tetegegeeg tectcaaagt ctaccteegg tggaactgece 480

gegeteggtt gtetegtgaa ggactactte ceggagectg tgactgtete ctggaactec 540



